Key indicators: single-crystal X-ray study; T = 293 K; mean (Cs-O) = 0.003 Å; R factor = 0.015; wR factor = 0.044; data-to-parameter ratio = 14.4.
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Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (2) 1.69 (3) 2.518 (3) 164 (7) Symmetry codes: (i) x; y; z þ 1; (ii) x; y þ 1; z.
D-HÁ
Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINTPlus (Bruker, 2004) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: DIAMOND (Brandenburg & Putz, 2005) ; software used to prepare material for publication: WinGX (Farrugia, 1999 
Comment
This work is part of an ongoing investigation aimed at synthesizing and characterizing new methylene diphosphonate complexes and expanding on our knowledge of the interactions of the methylene diphosphonate ligand with various metal cen- Methylene diphosphonates (O 3 PCH 2 PO 3 ) has a diversified coordination capability with metal ions, due to the single methyl group which divides the two phosphonate groups. The formation of a stable six-membered ring comprised of M-O-P-C-P-O is favoured (Bao et al. (2003) . Bisphosphonates adhere strongly to hydroxyapatite crystals and constrain their formation and dissolution (Fleisch (1991) ). This physicochemical in vivo effect may result in the prevention of soft tissue calcification or even prevent normal calcification. The bis(phosphonic acid) has a high affinity for bone surfaces and it is also non-hydrolyzable (Neville-Webbe et al. (2002 All H atoms were located from difference Fourier maps and were refined isotropically without further restraints. The highest residual electron density was located 0.88 Å from P1.
Figures Fig. 1 . Representation of the title compound, showing the numbering scheme and displacement ellipsoids drawn at the 50% probability level. [Symmetry code:
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